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Data processing
● R shiny
● Maps, tables
● statistics

# install.packages(“remotes”)
remotes::install_github(“BiodataAnalysisGroup/Elixir-BFSP-Odyssey”)

# library(Odyssey)
Odyssey::run_odyssey()

Installation

Usage

• Implemented as an R package:
• Ready for submission to public archives (i.e., CRAN, 

Bioconductor)

• Easily downloaded and run on a local machine 

• Planning for maintaining the app post-project

The Odyssey app

https://cran.r-project.org/
https://contributions.bioconductor.org/


The Odyssey app



Quick note for Mac OS X users 

● Update to R v4.6.0 recommended
https://cran.r-project.org/bin/macosx/ 

● XQuartz might have to be updated too 
xquartz.macosforge.org Administrator 
access required)

https://cran.r-project.org/bin/macosx/

